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1104 
DNA 

Unknown 

mammalian nucleic acid 
CDS 

242...952 

protein coding sequence 



<-> - ctggt =« g «° t9 - ac tgc99ttttt ,9tt """ 

«cte.=t«t ac t ggt==t g gcctatctgg tgcctctgct 

— - ^ gacccctc " r«,c=.cc ***** — 

ttctqaagaa agcagaagct <~ 

— — agtcrtcagg 
^ « — — goccctctc , aaagt _ 

. , tctq cagcttccaa ggagaggact gcccc 

~"~ 9 -U- — ~— ^ 
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^rt aqcaagacag tgagaaggac eg y 
ttct ,ct g aa t« 5 «te« g9 

t „,»cac« aag.agagca 99atttoatc 
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, t ctgc««t ««t«» gtg . tcccaa 
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aMtt «cca tggKtgtca Ktittctac 10 »0 

» M-att catgtgtaag ggaggtccat aga 

1104 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



ttatgagaga attggtctgt acat 



<210> 2 
<2H> 237 



<212> PRT 
<213> Unknown 

<220> 

<2 23> mammalian protein 



<400> 2 nv,= 

„i v»i Ara Phe Lys Asn Glu Phe 
„ et or K «« XL Th, Tyr «a Uu Va! «» 

1 5 

ws ser s« « n. - - - ~ ~ ~ 5" " " 

20 



Tbt „ « « - » - oly phe pro Lys « - cys al * 

35 



Tlo coy- Phe Phe He Ala 

TlA phe phe Leu Leu Leu Ala He Ser Phe 

Ser Leu Leu He Phe vne 60 

50 



55 



^ v* * - - - « - - - ° lu - If 



65 



70 



Thr Lys Glu Leu Val His Thr 



Thr Le u Glu Cys Val Lys Lys Asn Met 



85 



90 



95 



p ro val Glu Glu Thr Ala Trp Ser Cys Cys 



Pro Lys Asn Trp Lys Ser 



110 



100 



Phe Ser Ser Asn Cys Tyr Phe lie Se 



r Thr Glu Ser Ala Ser Trp Gin 



125 



115 



*ra Met Glu Ala His Leu Leu Val He 
Asp ser Glu Lys Asp Cys Ala Arg Met ^ 

130 135 



Asn Thr 
145 



G1 » 01u *» a* « - - ~ S - 

150 



phe val Gly L eu Ser Asp Pro Glu Gly Gin Arg His Trp 
Ser Ala Tyr Phe Val oiy u ^ in> 



165 



a „ rTu Ser Ser Thr Phe Trp His 
Gin Trp Val Asp Gin Thr Pro Tyr Asn Glu 



180 



185 



*„« rlu Arq Cys Val Val Leu Asn Phe 
Pro Arg Glu Pro Ser Asp Pro Asn Glu Arg y 

195 



Arg Lys Ser Pro Lys Arg Trp Gly Trp Asn Asp Val Asn Cys Leu Gly 
210 215 220 



Pro Gin Arg Ser Val Cys Glu Met Met Lys lie His Leu 
225 230 235 

<210> 3 

<211> 1458 

<212> DNA 

<213> Unknown 



<220> 

<223> mammalian nucleic acid 
<220> 

<221> CDS 
<222> 257...1204 

<223> protein coding sequence 
<220> 

<221> variation 
<222> 608...673 

<223> short form lacks these nucleotides 
<400> 3 

gttgaggaga tgggatgtcc cagatgatag ggctcctggg atttcagacc caagaccagc 60 
aggactccag tcacctctac cccagctctc caggacacag cgctcccaac tctgagtgac 12 0 
gtcccacctc tggtccttgc agcacaacca acgtgggaat cacaccctcc agacctccca 18 0 
cagctccacc ccagactggg cgccggccct gcctccattt cagctgtgac aacctcagag 24 0 
ccgtgttggc ccaagcatga caaggacgta tgaaaacttc cagtacttgg agaataaggt 300 
gaaagtccag gggtttaaaa atgggccact tcctctccag tccctcctgc agcgtctccg 360 
ctctgggccc tgccatctcc tgctgtccct gggcctcggc ctgctgctgc tggtcatcat 420 
ctgtgtggtt ggattccaaa attccaaatt tcagagggac ctggtgaccc tgagaacaga 4 80 
ttttagcaac ttcacctcaa acactgtggc ggagatccag gcactgactt cccagggcag 540 



cagcttggaa gaaacgatag catctctgaa agctgaggtg gagggtttca agcaggaacg 6 00 

gcaggcaggg gtatctgagc tccaggaaca cactacgcag aaggcacacc taggccactg 66 0 

tccccactgc ccatctgtgt gtgtcccagt tcattctgaa atgctcctgc gagtccagca 72 0 

gctggtgcaa gacctgaaga aactgacctg ccaggtggct actctcaaca acaatgcctc 780 

cactgaaggg acctgctgcc ccgtcaactg ggtggagcac caagacagct gctactggtt 840 

ctctcactct gggatgtcct gggccgaggc tgagaagtac tgccagctga agaacgccca 900 

cctggtggtc atcaactcca gggaggagca gaattttgtc cagaaatatc taggctccgc 96 0 

atacacctgg atgggcctca gtgaccctga aggagcctgg aagtgggtgg atggaacaga 1020 

ctatgcgacc ggcttccaga actggaagcc aggccagcca gacgactggc aggggcacgg 1080 

gctgggtgga ggcgaggact gtgctcactt ccatccagac ggcaggtgga atgacgacgt 114 0 

ctgccagagg ccctaccact gggtctgcga ggctggcctg ggtcagacca gccaggagag 1200 

tcactgagct gcctttggtg ggaccacccg gccacagaaa tggcggtggg aggaggactc 126 0 

ttctcacgac ctcctcgcaa gaccgctctg ggagagaaat aagcactggg agattggaag 1320 

cactgctaac attttgaatt tttttctctt taattttaaa aagatggtat agtgttctta 1380 

agcttttatt ttttttccaa cttttgaaag tcaacttcat gaaggtataa tttttacata 1440 

ataaaaatgc actcattt 1458 

<210> 4 
<211> 316 
<212> PRT 
<213> Unknown 



<220> 

<223> mammalian protein 
<400> 4 

Met Thr Arg Thr Tyr Glu Asn Phe Gin Tyr Leu Glu Asn Lys Val Lys 



Val Gin Gly Phe Lys Asn Gly Pro Leu Pro Leu Gin Ser Leu Leu Gin 
20 25 30 



Arg Leu Arg Ser Gly Pro Cys His Leu Leu Leu Ser Leu Gly Leu Gly 
35 40 45 



Leu Leu Leu Leu Val lie lie Cys Val Val Gly Phe Gin Asn Ser Lys 
50 55 60 



Phe Gin Arg Asp Leu Val Thr Leu Arg Thr Asp Phe Ser Asn Phe Thr 
65 70 75 80 



Ser Asn Thr Val Ala Glu lie Gin Ala Leu Thr Ser Gin Gly Ser Ser 
85 90 95 



Leu Glu Glu Thr lie Ala Ser Leu Lys Ala Glu Val Glu Gly Phe Lys 
100 105 110 



Gin Glu Arg Gin Ala Gly Val Ser Glu Leu Gin Glu His Thr Thr Gin 
115 120 125 



Lys Ala His Leu Gly His Cys Pro His Cys Pro Ser Val Cys Val Pro 
130 135 140 



Val His Ser Glu Met Leu Leu Arg Val Gin Gin Leu Val Gin Asp Leu 
145 150 155 160 



Lys Lys Leu Thr Cys Gin Val Ala Thr Leu Asn Asn Asn Ala Ser Thr 
165 170 175 



Glu Gly Thr Cys Cys Pro Val Asn Trp Val Glu His Gin Asp Ser Cys 
180 185 190 



Tyr Trp Phe Ser His Ser Gly Met Ser Trp Ala Glu Ala Glu Lys Tyr 
195 200 205 



Cys Gin Leu Lys Asn Ala His Leu Val Val lie Asn Ser Arg Glu Glu 
210 215 220 



Gin Asn Phe Val Gin Lys Tyr Leu Gly Ser Ala Tyr Thr Trp Met Gly 



225 



230 



235 



240 



Leu Ser Asp Pro Glu Gly Ala Trp Lys Trp Val Asp Gly Thr Asp Tyr 
245 250 255 



Ala Thr Gly Phe Gin Asn Trp Lys Pro Gly Gin Pro Asp Asp Trp Gin 
260 265 270 



Gly His Gly Leu Gly Gly Gly Glu Asp Cys Ala His Phe His Pro Asp 
275 280 285 



Gly Arg Trp Asn Asp Asp Val Cys Gin Arg Pro Tyr His Trp Val Cys 
290 295 300 



Glu Ala Gly Leu Gly Gin Thr Ser Gin Glu Ser His 
305 310 315 



<210> 5 

<211> 291 

<212> PRT 

<213> Unknown 

<220> 

<223> mammalian protein 
<400> 5 

Met Thr Lys Glu Tyr Gin Asp Leu Gin His Leu Asp Asn Glu Glu Ser 
15 10 15 



Asp His His Gin Leu Arg Lys Gly Pro Pro Pro Pro Gin Pro Leu Leu 
20 25 30 



Gin Arg Leu Cys Ser Gly Pro Arg Leu Leu Leu Leu Ser Leu Gly Leu 
35 40 45 



Ser Leu Leu Leu Leu Val Val Val Cys Val lie Gly Ser Gin Asn Ser 
50 55 60 



Gin Leu Gin Glu Glu Leu Arg Gly Leu Arg Glu Thr Phe Ser Asn Phe 
65 70 75 80 



Thr Ala Ser Thr Glu Ala Gin Val Lys Gly Leu Ser Thr Gin Gly Gly 
85 90 95 



Asn Val Gly Arg Lys Met Lys Ser Leu Glu Ser Gin Leu Glu Lys Gin 
100 105 110 



Gin Lys Asp Leu Ser Glu Asp His Ser Ser Leu Leu Leu His Val Lys 
115 120 125 



Gin Phe Val Ser Asp Leu Arg Ser Leu Ser Cys Gin Met Ala Ala Leu 
130 135 140 



Gin Gly Asn Gly Ser Glu Arg Thr Cys Cys Pro Val Asn Trp Val Glu 
145 150 155 160 



His Glu Arg Ser Cys Tyr Trp Phe Ser Arg Ser Gly Lys Ala Trp Ala 
165 170 175 



Asp Ala Asp Asn Tyr Cys Arg Leu Glu Asp Ala His Leu Val Val Val 
180 185 190 



Thr Ser Trp Glu Glu Gin Lys Phe Val Gin His His He Gly Pro Val 
195 200 205 



Asn Thr Trp Met Gly Leu His Asp Gin Asn Gly Pro Trp Lys Trp Val 
210 215 220 



Asp Gly Thr Asp Tyr Glu Thr Gly Phe Lys Asn Trp Arg Pro Glu Gin 
225 230 235 240 



Pro Asp Asp Trp Tyr Gly His Gly Leu Gly Gly Gly Glu Asp Cys Ala 
245 250 255 



His Phe Thr Asp Asp Gly Arg Trp Asn Asp Asp Val Cys Gin Arg Pro 
260 265 270 



Tyr Arg Trp Val Cys Glu Thr Glu Leu Asp Lys Ala Ser Gin Glu Pro 
275 280 285 



Pro Leu Leu 
290 

<210> 6 

<211> 287 

<212> PRT 

<213> Unknown 



<220> 

<223> mammalian protein 
<400> 6 

Met Ala Lys Asp Phe Gin Asp lie Gin Gin Leu Ser Ser Glu Glu Asn 
15 10 15 



Asp His Pro Phe His Gin Gly Pro Pro Pro Ala Gin Pro Leu Ala Gin 
20 25 30 



Arg Leu Cys Ser Met Val Cys Phe Ser Leu Leu Ala Leu Ser Phe Asn 
35 40 45 



lie Leu Leu Leu Val Val He Cys Val Thr Gly Ser Gin Ser Ala Gin 
50 55 60 



Leu Gin Ala Glu Leu Arg Ser Leu Lys Glu Ala Phe Ser Asn Phe Ser 
65 70 75 80 



Ser Ser Thr Leu Thr Glu Val Gin Ala He Ser Thr His Gly Gly Ser 
85 90 95 



Val Gly Asp Lys He Thr Ser Leu Gly Ala Lys Leu Glu Lys Gin Gin 
100 105 110 



9 



Gin Asp Leu Lys Ala Asp His Asp Ala Leu Leu Phe His Leu Lys His 
115 120 125 



Phe Pro Val Asp Leu Arg Phe Val Ala Cys Gin Met Glu Leu Leu His 
130 135 140 



Ser Asn Gly Ser Gin Arg Thr Cys Cys Pro Val Asn Trp Val Glu His 
145 150 155 160 



Gin Gly Ser Cys Tyr Trp Phe Ser His Ser Gly Lys Ala Trp Ala Glu 
165 170 175 



Ala Glu Lys Tyr Cys Gin Leu Glu Asn Ala His Leu Val Val lie Asn 
180 185 190 



Ser Trp Glu Glu Gin Lys Phe lie Val Gin His Thr Asn Pro Phe Asn 
195 200 205 



Thr Trp lie Gly Leu Thr Asp Ser Asp Gly Ser Trp Lys Trp Val Asp 
210 215 220 



Gly Thr Asp Tyr Arg His Asn Tyr Lys Asn Trp Ala Val Thr Gin Pro 
225 230 235 240 



Asp Asn Trp His Gly His Glu Leu Gly Gly Ser Glu Asp Cys Val Glu 
245 250 255 



Val Gin Pro Asp Gly Arg Trp Asn Asp Asp Phe Cys Leu Gin Val Tyr 
260 265 270 



Arg Trp Val Cys Glu Lys Arg Arg Asn Ala Thr Gly Glu Val Ala 
275 280 285 



<210> 7 
<211> 1418 
<212> DNA 



<213> unknown 



<220> 

<223> mammalian nucleic acid 
<220> 

<221> CDS 
<222> 279...992 

<223> protein coding sequence 
<220> 

<221> misc_f eature 
<222> 1348 

<223> poly A addition motif 
<400> 7 

ctatccccca ctttgcagta cttgcatatc ttgctgagtg ggtttgaggg ctacaattct 60 
tattttctta tgttaagagg ttgcatttcc cttatctcgc cctggtgatt ctatgctgtg 120 
gtttcttgtt ctcatctcgt ttatcctagt gagacatgtc tcttctttca tacaactgtg 180 
caatatgaca acttatcaca gtgattggtt ctcatatact atagagcctt agagaaggaa 240 
caaggctctc ttctgacgga ggaagatttt ttcttgatat ggcttcagaa atcacttatg 300 
cagaagtgaa gttcaagaat gaatccaact ccttgcacac ctactcagaa tctcctgcag 360 
ctcccagaga gaaacctatc cgtgatctaa gaaagcctgg ttccccctca ctgcttctta 420 
catccctgat gctacttctc ctgctgctgg caatcacatt cttagttgct tttatcattt 480 
attttcaaaa gtactctcaa cttcttgaag aaaaaaaagc tgcaaaaaat ataatgcaca 540 
atgaattgaa ctgcacaaaa agtgtttcac ccatggaaga caaagtctgg agctgttgcc 6 00 
caaaggattg gaggctattt ggttcccact gctacttggt tcccacagtt tcttcatcag 660 
catcttggaa caagagtgag gagaactgct cccgcatggg tgctcatcta gtggtgatcc 720 
aaagccagga agagcaggat ttcatcactg ggatcttgga cactcatgct gcttatttta 780 
tagggttgtg ggatacaggc catcggcaat ggcaatgggt tgatcagaca ccatatgaag 84 0 
aaagtatcac attctggcac aatggtgagc ccagcagtgg caatgaaaaa tgtgctacaa 900 
taatttaccg ttggaagact ggatggggct ggaacgatat ctcttgcagt cttaaacaga 960 
agtcagtttg tcagatgaag aaaataaact tatgaatcac tcattcttca tgggcattcg 1020 
attcattgtt atccaaccat tacacagaca cctgggaaat tctacaggtt cacagaattt 1080 



aagtgggcag caaatggtta tgcatacact ggcccacata tatccttgtg catttaccca 1140 

cctactctgt cataaaatga actttcattg agaattttct atataccaca gagtatacag 1200 

agtcccttat ggacacacat ggaacttttt gccatcttgt ttactcatgc cattgtatga 1260 

taggttctct tgacctatct gtttctgttt ctctgttgtt tttttaatgt ctttggattt 1320 

attgacatta aattgagaag taaaattata aatatttaag tgtctggatt gatacacaca 13 80 

gatatgtact atgaaatata attaaatatt tactgtcc 1418 

<210> 8 

<211> 238 

<212> PRT 

<213> unknown 

<220> 

<223> mammalian protein 
<400> 8 

Met Ala Ser Glu lie Thr Tyr Ala Glu Val Lys Phe Lys Asn Glu Ser 
15 10 15 

Asn Ser Leu His Thr Tyr Ser Glu Ser Pro Ala Ala Pro Arg Glu Lys 
20 25 30 

Pro lie Arg Asp Leu Arg Lys Pro Gly Ser Pro Ser Leu Leu Leu Thr 
35 40 45 

Ser Leu Met Leu Leu Leu Leu Leu Leu Ala lie Thr Phe Leu Val Ala 
50 55 60 

Phe lie lie Tyr Phe Gin Lys Tyr Ser Gin Leu Leu Glu Glu Lys Lys 
65 70 75 80 



Ala Ala Lys Asn lie Met His Asn Glu Leu Asn Cys Thr Lys Ser Val 
85 90 95 



Ser Pro Met Glu Asp Lys Val Trp Ser Cys Cys Pro Lys Asp Trp Arg 
100 105 110 



Leu Phe Gly Ser His Cys Tyr Leu Val Pro Thr Val Ser Ser Ser Ala 
115 120 125 



Ser Trp Asn Lys Ser Glu Glu Asn Cys Ser Arg Met Gly Ala His Leu 
130 135 140 



Val Val He Gin Ser Gin Glu Glu Gin Asp Phe He Thr Gly He Leu 
145 150 155 160 



Asp Thr His Ala Ala Tyr Phe He Gly Leu Trp Asp Thr Gly His Arg 
165 170 175 



Gin Trp Gin Trp Val Asp Gin Thr Pro Tyr Glu Glu Ser He Thr Phe 
180 185 190 



Trp His Asn Gly Glu Pro Ser Ser Gly Asn Glu Lys Cys Ala Thr He 
195 200 205 



He Tyr Arg Trp Lys Thr Gly Trp Gly Trp Asn Asp He Ser Cys Ser 
210 215 220 



Leu Lys Gin Lys Ser Val Cys Gin Met Lys Lys He Asn Leu 
225 230 235 



<210> 9 

<211> 1370 

<212> DNA 

<213> unknown 
<220> 

<22 3> mammalian nucleic acid 
<220> 

<221> CDS 

<222> 273...1091 

<223> protein coding sequence 



<400> 9 

aaagcatggt ctctgtgtgt tctaatccct gttcattctc atttactgtc cctgggattt 60 

cagatccaag accagcagga ctccagtcac ctctacccca gctctccagg acacagcgct 120 

cccaactctg agtgacgtcc cacctctggt ccttgcagca caaccaacgt gggaatcaca 180 

ccctccagac ctcccacagc tccaccccag actgggcgcc ggccctgcct ccatttcagc 24 0 

tgtgacaacc tcagagccgt gttggcccaa gcatgacaag gacgtatgaa aacttccagt 3 00 

acttggagaa taaggtgaaa gtccaggggt ttaaaaatgg gccacttcct ctccagtccc 360 

tcctgctgct ggtcatcatc tgtgtggttg gattccaaaa ttccaaattt cagagggacc 420 

tggtgaccct gagaacagat tttagcaact tcacctcaaa cactgtggcg gagatccagg 480 

cactgacttc ccagggcagc agcttggaag aaacgatagc atctctgaaa gctgaggtgg 540 

agggtttcaa gcaggaacgg caggcagttc attctgaaat gctcctgcga gtccagcagc 600 

tggtgcaaga cctgaagaaa ctgacctgcc aggtggctac tctcaacaac aatggtgagg 660 

aagcctccac tgaagggacc tgctgccccg tcaactgggt ggagcaccaa gacagctgct 720 

actggttctc tcactctggg atgtcctggg ccgaggctga gaagtactgc cagctgaaga 780 

acgcccacct ggtggtcatc aactccaggg aggagcagaa ttttgtccag aaatatctag 84 0 

gctccgcata cacctggatg ggcctcagtg accctgaagg agcctggaag tgggtggatg 900 

gaacagacta tgcgaccggc ttccagaact ggaagccagg ccagccagac gactggcagg 96 0 

ggcacgggct gggtggaggc gaggactgtg ctcacttcca tccagacggc aggtggaatg 102 0 

acgacgtctg ccagaggccc taccactggg tctgcgaggc tggcctgggt cagaccagcc 108 0 

aggagagtca ctgagctgcc tttggtggga ccacccggcc acagaaatgg cggtgggagg 1140 

aggactcttc tcacgacctc ctcgcaagac cgctctggga gagaaataag cactgggaga 1200 

ttggaagcac tgctaacatt ttgaattttt ttctctttaa ttttaaaaag atggtatagt 1260 

gttcttaagc ttttattttt tttccaactt ttgaaagtca acttcatgaa ggtataattt 1320 

ttacataata aaaatgcact catttaaaga gtaaaaaaaa aaaaaaaaaa 1370 



<210> 
<211> 



10 
273 



<212> PRT 
<213> Unknown 



<220> 

<223> mammalian protein 
<400> 10 

Met Thr Arg Thr Tyr Glu Asn Phe Gin Tyr Leu Glu Asn Lys Val Lys 
15 10 15 



Val Gin Gly Phe Lys Asn Gly Pro Leu Pro Leu Gin Ser Leu Leu Leu 
20 25 30 



Leu Val lie lie Cys Val Val Gly Phe Gin Asn Ser Lys Phe Gin Arg 
35 40 45 



Asp Leu Val Thr Leu Arg Thr Asp Phe Ser Asn Phe Thr Ser Asn Thr 
50 55 60 



Val Ala Glu lie Gin Ala Leu Thr Ser Gin Gly Ser Ser Leu Glu Glu 
65 70 75 80 



Thr lie Ala Ser Leu Lys Ala Glu Val Glu Gly Phe Lys Gin Glu Arg 
85 90 95 



Gin Ala Val His Ser Glu Met Leu Leu Arg Val Gin Gin Leu Val Gin 
100 105 110 



Asp Leu Lys Lys Leu Thr Cys Gin Val Ala Thr Leu Asn Asn Asn Gly 
115 120 125 



Glu Glu Ala Ser Thr Glu Gly Thr Cys Cys Pro Val Asn Trp Val Glu 
130 135 140 



His Gin Asp Ser Cys Tyr Trp Phe Ser His Ser Gly Met Ser Trp Ala 
145 150 155 160 



Glu Ala Glu Lys Tyr Cys Gin Leu Lys Asn Ala His Leu Val Val lie 



165 



170 



175 



Asn Ser Arg Glu Glu Gin Asn Phe Val Gin Lys Tyr Leu Gly Ser Ala 
180 185 190 



Tyr Thr Trp Met Gly Leu Ser Asp Pro Glu Gly Ala Trp Lys Trp Val 
195 200 205 



Asp Gly Thr Asp Tyr Ala Thr Gly Phe Gin Asn Trp Lys Pro Gly Gin 
210 215 220 



Pro Asp Asp Trp Gin Gly His Gly Leu Gly Gly Gly Glu Asp Cys Ala 
225 230 235 240 



His Phe His Pro Asp Gly Arg Trp Asn Asp Asp Val Cys Gin Arg Pro 
245 250 255 



Tyr His Trp Val Cys Glu Ala Gly Leu Gly Gin Thr Ser Gin Glu Ser 
260 265 270 



His 

<210> 11 

<211> 75 

<212> PRT 

<213> Unknown 

<220> 

<223> mammalian protein 
<400> 11 

Glu Lys Met lie lie Lys Glu Leu Asn Tyr Thr Glu Leu Glu Cys Thr 
15 10 15 



Lys Trp Ala Ser Leu Leu Glu Asp Lys Val Trp Ser Cys Cys Pro Lys 
20 25 30 



Asp Trp Lys Pro Phe Gly Ser Tyr Cys Tyr Phe Thr Ser Thr Asp Leu 
35 40 45 



Val Ala Ser Trp Asn Glu Ser Lys Glu Asn Cys Phe His Met Gly Ala 
50 55 60 



His Leu Val Val He His Ser Gin Glu Glu Gin 
65 70 75 



